Biocontrol proteomics:
Role of the pentose phosphate pathway in the antagonist effect of Pichia anomala.
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P. anomala needs nucleic acids and energy to stimulate a novel genome expression in presence of B. cinerea. These novel
orientations lead to use oxidative phosphorylation and set up the pentose phosphate pathway and allow P. anomala to
colonize efficiently the wound and to prevent the growth of B. cinerea .
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