GCxGC, a powerful tool to
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Introduction: Data visualisation
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Introduction: Modulators
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Introduction: Flow Modulators
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Introduction: Flow Modulators
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Introduction: Flow Modulators

g B Flushing
Thermal
Cryogen-
free

Forward
Flow- -—

diversion EH i O "
0.5 ml/min bleed to 2 FID

1 dimension column
0.8 ml/min

| 2nd dimension colum nI

Modulators

3-way Accumulation capillary

el solenoid

valve




¢ LIEGE université

Gembloux ACESSS
Agro-Bio Tech ‘.ﬂ

Introduction: Modulators

Menhaden oil fatty acid analysis §
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Advantages of GCxGC

. . \
*Better Representativity
*Solving Co-elution *Defining a fingerprint
*Multi response analysis
*Supporting ldentification
*Higher Throughput
——
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Advantages of GCxGC

*Better Representativity

*Solving Co-elution Defining a fingerprint

Multi response analysis
*Supporting ldentification

*Higher Throughput
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GCxGC: Better Representativit
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GCxGC: Solving Co-elution
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GCxGC: Solving Co-elution
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GCxGC: Solving Co-elution

GCXGC-FID Food fatty acid analysis
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GCxGC: Supporting Identification
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GCXGC-FID
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GCXGC Supporting ldentification
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GCxGC: Supporting Identification
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GCxGC: Supporting ldentification
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Fatty acids analysis of fat and oil

Official Methods: Developed GCxGC Methods
=  AOAC official method 996.06
= AOCS official method Ce 1j-07 Similar performances than official methods!

GC time: ~60 min | GCtime: 30 min
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Advantages of GCxGC

*Defining a fingerprint

*Multi response analysis
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Profiling vs. Fingerprint
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* Detailed analysis * High throughput analysis
* Compounds-centred * Extraction of relevant information

* Qualitative

* Quantitative ‘ l

Both approaches available!
Multi-level information
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Chromatographic Fingerprint

f

)

Metabolites analysis optimisation
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# Chromatographic Fingerprint

Metabolites analysis optimisation
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Chromatographic Fingerprint
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# Chromatographic Fingerprint

Chocolate aroma analysis optimisation |
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# Chromatographic Fingerprint
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a Fingerprint: multiple case study

Olive oil quality assessment: extra Virgin (EVO) vs. Virgin olive (VO) oil
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a Fingerprint: multiple case study
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Answering specific question : Silene nutans speciation

How scent is different between lineage ?
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@ Fingerprint: multiple case study

Answering specific question : Coffee aging

What give that coffee a bad aroma ?
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@ Fingerprint: Multi-response Analysis
iR From limited number of analytes
Methods comparison
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@ Fingerprint: Multi-response Analysis
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From limited number of analytes to multi-response analysis
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Take home message

Gaining perspective to better comprehend
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