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Scientific context

Goal & Strategy

Part of the ALAFERM project (Interreg Greater Region, EU co-funded), this research Assess the effects of this fermented whey containing

contributes to the valorization of agri-food by-products and the sustainability of the dairy
sector. Project duration: January 2026 — December 2028.

Whey-derived proteins and fermented dairy components can modulate gut microbiota PRE
composition and support intestinal health [1,2]. \

pre- and probiotics on the gut microbiota.
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Experimental methods (4] M-SHIME® + analyses
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Standardized in vitro digestion (INFOGEST 2.0)
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Expected results

= The INFOGEST model is expected to generate a physiologically relevant predigested whey fraction representative of the material reaching the colon.

= This colonic fraction will subsequently be used in the M-SHIME® system to investigate microbiota activity and the production of microbial metabolites, including
short-chain fatty acids and other bioactive compounds.

= Intestinal cell models will be employed to evaluate host responses to microbiota-derived metabolites, providing further insight into food—-microbiota—host

interactions and their potential implications for intestinal health.
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