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INTRODUCTION

This review provides a structured and up-to-date summary of 
KAP1/TRIM28, integrating its protein architecture, canonical 
physiological functions, and emerging regulatory roles in viral 
infection. Building upon established knowledge of KAP1’s 
involvement in the transcriptional repression of endogenous 
retroviruses (ERVs) and its context-dependent regulation of 
HIV, we expand the scope to include its roles in herpesviruses, 
respiratory RNA viruses (such as SARS-CoV-2 and IAV), and 
DNA viruses (such as HBV and ASFV). By organizing these 
findings into five mechanistic modules—heterochromatin-
based silencing, latency-lytic phase transition, regulation of 
protein post-translational modifications (PTMs), modulation of 
innate immune signaling, and control of host factors and viral 
entry—we aim to provide a comprehensive perspective on how 
KAP1’s structural domains and PTMs contribute to its diverse 
roles in virus-host interactions.
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