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CONTEXT

Natural microbial communities tend to self-regulate, whereas synthetic
microbial communities often struggle to maintain population balance
over time, requiring external control strategies'.
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Characterisation of strains was performed using a BioLector (microplate- -
based bioreactor), enabling real-time monitoring of growth and fluorescence.
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PERSPECTIVES
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Evaluate additional strains and select a candidate based on carbon
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Characterise dose-response behaviour during the diauxic shift
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<2 l ,> Continuous culture in a bioreactor with the selected strain
: Online fluorescence monitoring by flow cytometry
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3 Introduction of a bacteria or yeast to investigate interspecies
dynamics and their impact on subpopulations
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