How could flow cytometry enable real-time monitoring of
phenotypic diversity in microbial co-cultures?
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STRATEGY AND PRELIMINARY RESULTS
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PERSPECTIVES

Fluorescence (GFP) comparison of Ackermann and WT strains at 6 h
(Attune cytometry)
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Metabolic characterisation of the culture and link to observed
subpopulations

G Fanny HOWA LOPEZ
g < ; Introduction of a new organism (bacteria or yeast) to observe inter-species
& Fanny.Howalopez@uliege.be 4

dynamics and their impact on characterised subpopulations
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