Using milking robot data for genetic evaluation of
behavioral traits in Holstein cattle
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BACKGROUND METHODOLOGY

Phenotypic data collected on 5,645 cows genotyped on 36 AMS between 2018 and 2021
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? PURDUE & * LIEGE université All behavioral traits derived from AMS (AMT, TMT, INT, NoV, NSE, PSM,
UNIVERSITY. 57 PCS) are heritable and show substantial additive genetic variance. Several

positive and interesting genetic correlations were observed, particularly
CONTACT INFORMATION between AMT-PSM, INT-PSM, INT-PCS, and PSM-PCS, suggesting
& potential for genetic selection for improved robotic milking efficiency.
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