miRNA name MiR sequence accession Reason of choice MSigDB All Canonical
number Pathways [1]

hsa-miR-128-3p UCACAGUGAACCGGUCUCUU MIMATO000042 [5, 6] RXR and RAR heterodimerization with other
U 4 nuclear receptor

hsa-miR-150-5p UCUCCCAACCCUUGUACCAG MIMATO000045 [5], lymphoid cell JNK MAPK Pathway
UG 1 expression

hsa-miR-197-3p UUCACCACCUUCUCCACCCA  MIMATO000022 [3] Adherens junction

hsa-miR-210-3p CUGUGCGUGUGACAGCGGCU MIMATO000026 [3, 5, 6] Regulation of Telomerase

hsa-miR-342-3p UCUCACACAGAAAUCGCACC MIMATO000075 [5, 13], lymphoid cell Genes involved in Myogenesis
CGU 3 expression




hsa-miR-374a- UUAUAAUACAACCUGAUAAG MIMATO000072  [8, 13,15, 16] Regulation of nuclear SMAD2/3 signaling
Sp UG 7

hsa-miR-142-3p UGUAGUGUUUCCUACUUUAU MIMATO000043  lymphoid cell expression  Genes involved in Signaling by EGFR in Cancer
GGA 4

hsa-miR-146a- UGAGAACUGAAUUCCAUGGG MIMATO000044  lymphoid cell expression  Genes involved in p75NTR recruits signalling
S5p uu 9 complexes

hsa-miR-503-5p UAGCAGCGGGAACAGUUCUG MIMATO000287 unpublished results Regulation of elF4e and p70 S6 Kinase
CAG 4

hsa-miR-301b CAGUGCAAUGAUAUUGUCAA MIMATO000495  [17], unpublished results = TGF-beta signaling pathway
AGC 8




hsa-miR-548c-  AAAAGUAAUUGCGGUUUUUG MIMATO000480  unpublished results /
5p cC 6

hsa-miR-505-3p CGUCAACACUUGCUGGUUUC MIMATO000287 [2] Genes involved in Developmental Biology

hsa-miR-205-5p UCCUUCAUUCCACCGGAGUC MIMATO000026 [4, 19, 20] Genes involved in YAP1- and WWTRI1 (TAZ)-
UG 6 stimulated gene expression

SNORD44 endogenous control,
snoRNA

hsa-miR-190a- UGAUAUGUUUGAUAUAUUAG MIMATO000045 miRNA used as Genes involved in Regulatory RNA pathways
S5p GU 8 endogenous control

hsa-miR-484 UCAGGCUCAGUCCCCUCCCG  MIMATO000217 miRNA used as /
AU 4 endogenous control




