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AIDS: acquired immune deficiency 

syndrome 

BHQ: black hole quencher 

BLAST: Basic Local Alignment Search 

Tool 

BoN(o)V: bovine norovirus 

CaN(o)V: canine norovirus 

Ct: threshold cycle 

Cy3: cyanine dye 3 

DC: dendritic cell 

Dmax: maximum absolute difference 

DMEMc: complemented Dulbecco’s 

modified Eagle’s medium 

DNA: desoxyribonucleic acid 

dpior DPI: days post-infection 

EDTA: ethylenediaminetetraacetic acid 

eIF: translation initiation factors 

ELISA: enzyme-linked immunosorbent 

assay 

EM: electron microscopy 

FAM: 6-carboxyfluorescein 

FBO: foodborne outbreak 

FBVE: Foodborne Viruses in Europe 

FCS: fœtal calf serum 

FeN(o)V: feline norovirus 

GE: gastroenteritis 

GI-V: genogroup I-V 

gRNA: genomic RNA 

GTR: generalised time reversible 

hpi: hours post infection 

HBGA: histo-blood group antigen 

HIV: human immunodeficiency virus 

hpi: hours post-infection 

HuN(o)V: human norovirus 

ICA: infectious centre assay 

ICTV: international committee for 

taxonomy of viruses 

IPH: Institute of Public Health (Belgium) 

LOD: limit of detection 

m.o.i.: multiplicity of infection 

Mj: macrophage 

MLN: mesenteric lymph nodes 

MNV: murine norovirus 

MuN(o)V: murine norovirus 

MUSCLE: Multiple Sequence Alignment 

NoV: norovirus 

NRL FBO: national reference laboratory 

for foodborne outbreaks 

nt: nucleotide 

NTC: non-template control 

N-term: N-terminal protein 

NTPase: nucleoside 5'-triphosphatase 

ORF: open reading frame 

p.f.u. or pfu: plaque forming unit 

P: protruding domain 

pb: pair base 

PBS: phosphate buffered saline 

PhyML: phylogenetic estimation using 

Maximum Likelihood 

Pro: proteinase 

PS: penicillin-streptomycin 

r.p.m.: revolutions per minute 
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RdRp: RNA-dependant RNA-polymerase 

Rec MNV: recombinant murine norovirus 

RIVM: Rijksinstituut voor 

Volksgezondheid en Milieuhygiëne -

National Institute of Public Health and the 

Environment 

RNA: ribonucleic acid 

RT-qPCR: reverse transcription- real time 

polymerase chain reaction 

S: shell domain 

SARS: severe acute respiratory syndrome 

sgRNA: subgenomic RNA 

SimPlot analysis: similarity plot analysis 

SNP: single nucleotide polymorphism 

ssDNA: single stranded DNA 

ssRNA: single stranded RNA 

SwN(o)V: swine norovirus 

Tm: melting temperature 

UF: units of fluorescence 

VP: viral protein 

VPg: genome-linked virus protein
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