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INTRODUCTION QO  OBJECTIVES

The aim of the current study was to assess meat spoilage through the
evolution of bacterial counts and changes in the metabolic profile of
minced pork meat using Proton Nuclear Magnetic Resonance (*H-NMR).

In order to control food waste, studies have highlighted the importance of
monitoring the microbial diversity of food products.
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RESULTS AND DISCUSSION

o , Metabolomics pattern ‘

Samples discrimination into 3 groups based on their spectral pattern is observed for each bacterial strain (1, 2, 3) and between the type of strain inoculated (4).
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CONCLUSIONS

Exploration of the correlation of these metabolites with microbial counts (Spoilage Value (S,,) at 7.0 log CFU.g') suggested their use as possible
spoilage indicators. These results support the use of NMR-based metabolomics as a valuable tool to provide information on pork meat spoilage
and to follow intrinsically the evolution of the metabolomics pattern linked to a specific strain in a complex bacterial ecosystem.




