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Introduction

For a clear understanding of the mechanisms that lead to the spoilage of food products, the classical
microbiology is not sufficient enough. Fortunately, molecular technologies (like high throughput
sequencing methods) can elucidate the microbial communities, including the identification and
quantification of culturable and non-culturable organisms, at a much higher resolution than was
previously possible with culture-based methods. The present work proposes to follow the evolution
of the main microflora’s components in white pudding, a typical Belgian meat product.
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Conclusion
The data obtained show different groups inside the ecosystem, interacting the ones with the others,

illustrating the Jameson effect (the inhibited vs. the dominant), or not (the subdominant vs. the
dominant). Considering the dynamic temperature conditions of storage, these issues show that a no
respect of the good storage temperatures is more prejudicial than a break of a few hour at room
temperature. Further studies will focus on a deeper understanding of the interaction between the
different group of bacterial species highlighted in this work.
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