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————————————————— GAT TTGGTAAGTA AGAGGAATGC CTGTATGGGA CAGTCGTATG CCGGGTTATA ACAGACCAAC AACACCTTTC
TTGCTGGGTT AGCTAGTGAT TTGGTATGTA AGAGGAATGC CTGTATGGGA CAGTCGTATG CCGGGTTATA ACAGACCAAC AACACCTT-C
TTGCTGGGTT AGCTAGTGAT TTGGTATGTA AGAGGAATGC CTGTATGGGA CAGTCGTATG CCGGGTTATA ACAGACCAAC AACACCTT-C

TGTTCATCCC TCTATAGCTA TATGTACTGT GTGTGTGGGA TTATTGGTAG AACACGGTTA TTCATTATCT ATGCCCACAT GCCTGTGGGA
TGTTCATCCC TCTATAGCTA TATGTACTGT GTGTGTGGGA TTATTGGTAG AACACGGTTA TTCATTATCT ATGCCCACAT GCCTGTGGGA
TGTTCATCCC TCTATAGCTA TATGTACTGT GTGTGTGGGA TTATTGGTAG AACACGGTTA TTCATTATCT ATGCCCACAT GCCTGTGGGA
CTGGGTTAGC TAGTGATTTG GTATGTAAGA GGAATGCCTG TATGGGACAG TCGTATGCCG GGTTATAACA GACCAACAGC ACCTTCTGTT
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ACAGTTTATC GTCTCTAACA TCAGGTATAG TTTTCTGTTC ATTCTCTGTG TTGACCCCGT ATAATCCAAT AATTAACATC GATGAA
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e e e e e e o e s e e e
2170 2180 2190 2200 2210 2220 2230 2240 2250
TGCTGGGTTA GCTAGTGATT TGGTATGTAA GAGGAATGCC TGTATGGGAC AGTCGTATGC CGGGTTATAA C-----—-—-—-- —————————-—
ATCTGGGTTA GCTAGTGATT TGGTATGTAA GAGGAATGCC TGTATGGGAC AGTCGTATGC CGGGT--—-—— ———===—==== ——————————

TGCTGGGTTA GCTAGTGATT TGGTATGTAA GAGGAATGCC TGTATGGGAC AGTCGTATGC CGGGTTATAA CAGACCAACA ACACCTTCTG
TGCTGGGTTA GCTAGTGATT TGGTATGTAA GAGGAATGCC TGTATGGGAC AGTCGTATGC CGGGTTATAA CAGACCAACA ACACCTTCTG
TGCTGGGTTA GCTAGTGATT TGGTATGTAA GAGGAATGCC TGTATGGGAC AGTCGTATGC CGGGTTATAA CAGACCAACA GCACCTTCTG

TTCATCCCTC TATAGCTATA TGTACTGTGT GTGTGGGATT ATTGGTAGAA CACGGTTATT CATTATCTAT GCCCACATGC CTGTGGGAGT
TTCATCCCTC TATAGCTATA TGTACTGTGT GTGTGGGATT ATTGGTAGAA CACGGTTATT CATTATCTAT GCCCACATGC CTGTGGGAGT
TTCATCCCTC TATAGCTATA TGTACTGTGT GTGTGGGTAA GGTTGGACAA GGACTCCTGC ATTATATTGT GTGCCTCATC GCTAGTTCAG
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GTTGGATAAA TATTAGAGTT GAACACACAC AGATAACACA CACAGATAAT ATTAATAGAA CGGTTATACG TGGGTTGGTA GTTCAGATAT
GTTGGATAAA TATTAGAGTT GAACACACAC AGATAACACA CACAGATAAT ATTAATAGAA CGGTTATACG TGGGTTGGTA GTTCAGATAT
ATATCTACCT TTCCTAGTAG TTATACCTGT GTGGACAACA CCTCCTGGGA CACACGAATT CTCTCTGAGC AATCTCTGTT CAATATCTTT

CTACCTTTCC TAGTAGTTAT ACCTGTGTGG ACAACACCTC CTGGGACACA CGAATTCTCT CTGAGCAATC TCTGTTCAAT ATCTTTTATT
CTACCTTTCC TAGTAGTTAT ACCTGTGTGG ACAACACCTC CTGGGACACA CGAATTCTCT CTGAGCAATC TCTGTTCAAT ATCTTTTATT
TATTAGTTGT TGTAATATTA TAACCACAAA TGCCAAATTT GGCGGCCGTG ATTATTCGGT TGAACTCCCA AACTGCTTGT ATAAGCGGGC
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Figure S1: Alignment of the mitochondrial genome from Chromera velia CCAP 1602/1 based on five genomic nodes of the metagenome sequencing
project (BioProject: PRINA196886; Illumina_1 to Illumina_5 [Nodel86709, Node235449, Node461926, Node2236, Node 119218]) and four
sequences obtained by inverse PCR amplification (iPCR_1 to iPCR_4). The deduced amino acid sequence of the sole mitochondrial gene, coxl, is
highlighted in yellow, the start and stop codon in green and red, respectively. Overlapping Illumina sequences are shown in light gray. Homologous
regions in variable alignment positions between Illumina and iPCR as well as iPCR regions are shown in light green and light red, respectively. The
complete coxl gene was amplified with the two primers highlighted in light blue; the PCR-product was cloned and resequenced. The nucleotide

(57)
(57)
(57)
(57)
(37)
(37)
(37)

Mitochondrial genome - Chromera velia CCAP 1602/1 (KC899110)

AGTTGTTGTA ATATTATAAC CACAAATACC AAATTTGGCG GCCGTGATTA TTCGGTTGAA CTCCCAAACT GCTTGTATAA GCGGGCAATT
AGTTGTTGTA ATATTATAAC CACAAATACC AAATTTGGCG GCCGTGATTA TTCGGTTGAA CTCCCAAACT GCTTGTATAA GCGGGCAATT
AATTGGTGTT GTCCAGGGAA ATAATAATCT GACTCATCAT AGT---—=-—= —=—=———=—== ——mmm oo —mmmmmo oo

GGTGTTGTCC AGGGAGATAA TAATCTGACT CATCATAGT
GGTGTTGTCC AGGGAGATAA TAATCTGACT CATCATAGT

consensus sequence of all genome and PCR sequences, which has been deposited under the accession number KC899110, is shown in bold.
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