Supplementary Table S1. Identity and origin of the sequences analysed

GenBank accession no. Origin Genotype* Sourcet
FJ808571 Argentina 1 Sample AL-63, this work
FJ808572 Argentina 1 Sample AL-112, this work
FJ808573 Argentina 1 Sample AL-148, this work
FJ808575 Argentina 1 Sample AL-167, this work
FJ808576 Argentina 1 Sample AL-220, this work
FJ808578 Argentina 1 Sample AL-2106, this work
FJ808584 Argentina 1 Sample PL-3222, this work
FJ808585 Argentina 1 Sample PL-3252, this work
FJ808586 Argentina 1 Sample PL-3254, this work
FJ808588 Argentina 1 Sample PL-3556, this work
FJ808589 Argentina 1 Sample PL-4315, this work
D00647.1 Australia 1 Coulston et al. (1990)
K02120.1 Japan 1 Sagata et al. (1985)
M35239.1 USA 1 Mamoun et al. (1990)
M35242.1 USA 1 Mamoun et al. (1990)
EU266065.1 Iran 1 Hemmatzadeh (2007)
EU266062.1 Iran 1 Hemmatzadeh (2007)
EU266061.1 Iran 1 Hemmatzadeh (2007)
EU266060.1 Iran 1 Hemmatzadeh (2007)
EU266063.1 Iran 1 Hemmatzadeh (2007)
AF399703.3 Brazil 1 Camargos et al. (2002)
EF065640.1 Costa Rica 1 Zhao & Buehring (2007)
EF065637.1 Costa Rica 1 Zhao & Buehring (2007)
EF065652.1 Japan 1 Zhao & Buehring (2007)
EF065646.1 Japan 1 Zhao & Buehring (2007)
EF065659.1 Japan 1 Zhao & Buehring (2007)
EF065658.1 Japan 1 Zhao & Buehring (2007)
EF065662.1 Japan 1 Zhao & Buehring (2007)
EF065660.1 Japan 1 Zhao & Buehring (2007)
EF065657.1 Japan 1 Zhao & Buehring (2007)
EF065653.1 Japan 1 Zhao & Buehring (2007)
EF065651.1 Japan 1 Zhao & Buehring (2007)
EF065661.1 Japan 1 Zhao & Buehring (2007)
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EF065644.1 USA 1 Zhao & Buehring (2007)
EF065641.1 USA 1 Zhao & Buehring (2007)
EF065642.1 USA 1 Zhao & Buehring (2007)
EF065656.1 USA 1 Zhao & Buehring (2007)
FJ808574 Argentina 2 Sample AL-164, this work
FJ808577 Argentina 2 Sample AL-1453, this work
FJ808579 Argentina 2 Sample AL-6114, this work
FJ808580 Argentina 2 Sample PL-247, this work
FJ808581 Argentina 2 Sample PL-1042, this work
FJ808583 Argentina 2 Sample PL-1457, this work
FJ808587 Argentina 2 Sample PL-3371, this work
FJ808590 Argentina 2 Sample PL-4960, this work
FJ808591 Argentina 2 Sample LS-9006, this work
FJ808592 Argentina 2 Sample LS-G2, this work
FJ808593 Argentina 2 Sample LS-GBA, this work
FJ808594 Argentina 2 Sample LS-LS1, this work
FJ808597 Argentina 2 Sample LS-TSR2, this
work
FJ808598 Argentina 2 Sample LS-Z002, this work
AF257515.1 Argentina 2 Dube et al. (2000)
AF399704.3 Brazil 2 Camargos et al. (2002)
EF065650.1 Japan 3 Zhao & Buehring (2007)
EF065648.1 USA 3 Zhao & Buehring (2007)
EF065647.1 USA 3 Zhao & Buehring (2007)
EF065649.1 USA 3 Zhao & Buehring (2007)
FJ808595 Argentina 4 Sample LS-SFA, this work
FJ808596 Argentina 4 Sample LS-SFB, this work
AF503581.1 Belgium 4 Willems et al. (1993)
K02251.1 Belgium 4 Rice et al. (1984)
M35240.1 Belgium 4 Mamoun et al. (1990)
M35238.1 France 4 Mamoun et al. (1990)
EF065638.1 Belgium 4 Zhao & Buehring (2007)
EF065655.1 Costa Rica 5 Zhao & Buehring (2007)
EF065645.1 Costa Rica 5 Zhao & Buehring (2007)
EF065654.1 Costa Rica 5 Zhao & Buehring (2007)
EF065636.1 Costa Rica 5 Zhao & Buehring (2007)
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EF065635.1 Costa Rica 5 Zhao & Buehring (2007)
EF065643.1 Costa Rica 5 Zhao & Buehring (2007)
EF065639.1 Costa Rica 5 Zhao & Buehring (2007)
FJ808582 Argentina 6 Sample PL-1238, this work
AY185360 Brazil 6 Camargos et al. (2004)%
$83530.1 Italy 7 Molteni et al. (1996)

*Groups identified in this work through phylogenetic and similarity analysis (Fig. 2 and
Tables 2 and 3 of the main paper).

tFor samples identified in this study, AL indicates asymptomatic infection, PL indicates
persistent lymphocytosis and LS indicates lymphosarcoma.

tCamargos et al., 2004, direct submission to GenBank.
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