Introgression of improved fiber finenesstrait in G. hirsutum L. from G. longicalyx Hutch. & Lee.
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Introduction
The cotton fiber quality heto be continually improved because of its large econamportance. Among all fiber properties, fineness i&/monsidered with
length and maturity as the main component of cottoerfiduality. According to N’'Dungo et al., (1988) cattiiber fineness could be improved by using the
African wild diploid speciess. longicalyx Hutch & Lee (2n=2x=26, fF,). This study was conducted to confirm the karyotypputative Monosomic Alien
Addition Lines (MAALSs) by cytogenetic and molecular &ses using GISH and SSR markers, and to evaluatettogression of improved fineness in the
backcross progenies of bi-specific and trispecificridébinvolving G. longicalyx through the measurement of the ribbon width of theiers.

Resultsand discussions

Materialsand Methods The counterstaining of the chromosome in plantstiitells revealed the presence of 52 + 1
Plant material: The plants used in this study consisted extra chromosome in 9 lines on the ten analyzgdré 2). The GISH performing on MAALs
in the progenies of MAALs and BC1/ BC2 plants revealed 1 green chromosome corresponding to igre étiromosome db. longicalyx (figure
developed according to the aphyletic(figure 1) and 4). Ampng the 51 polymorphic SSR used,. 49 SSRwarseptt in the hexaploid( hirsutumx
pseudophyletic (figure 2) methods described by Mergeai G. longicalyx)2. 1'8 SSR belonging to the Ilnkage groups Cl- CBOR22, C6-25 and (;10—
(2006).Cytogenic identification: The karyotype of C20 were found in the anglyzed MAALs. Rlpbon widteasurement showed 'thatlong.lcalyx
presumed MAALs was etablished by chromosomes had the smallest ribbon width (6,41 um) while dkigers genotypes showed ribbon width
counting at mitotic metaphase and corroborated by varying between 10 um et 18 um (Table 1).Thesdtsesinow thaG. longicalyx contains genes
GISH (Genomidn situ hybridization) according to that reduce the diameter of the fiber when assetti@iG. hirsutumgenome.

D’hont et al (1995) protocols.

SSR markersanalysis: 51 SSR reported by N'guyen et
al (2004) were used to screen the plant matdRidbon
Width measurement: A sample of parallel fibers was

cut and swelled in 18% NaOH (Figure 3) . The diameter
of 200 fibers were then measured with an optical
microscope and their ribbon width was determined by
dividing the mean of the measured diameters by the 1.3
Summers coefficient (Roehrich, 1947).

Figure 4 Genomic in situ hybridization on mitotic metaphase chromosomes.a)The G. hirsutum labelled-
DNA linked with Texas-Red fluoresced red. b)the G. longicalyx coupled with FITC fluoresced green. ¢)

The superposition of Texas Red and FITC detection.

G.HirsutumL.  x G.longicalyx Hutch. ~ G.hirsutumL. x G.thuberi Todaro. Table 1. Ribbon width of analyzed plants
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Figure 3. Swelling of cotton fibers after treatment with 18% NaOH
solution HIL BC2 5 BC2
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