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Dataset S3a. Architectures of candidate SR proteins from selected proteomes. Candidate
proteins were named after the source organism, the protein accession number and the number
of the RRM identified by the HMM profile. Proteins were then batch-submitted to the NCBI

Conserved Domain Database web server.

Dataset S3b. 1-AA word densities in candidate SR proteins from selected proteomes. For each
protein, a density profile was computed for all amino acids. However, only those reaching the
predefined threshold (8) for at least one protein are shown in the plots. See Figure S24 for

details.

Dataset S3c. 2-AA word densities in candidate SR proteins from selected proteomes. For each
protein, a density profile was computed for all possible unordered 2-AA words. However, only
those reaching the predefined threshold (6) for at least one protein are shown in the plots. See

Figure S24 for details.

Dataset S3d. 3-AA word densities in candidate SR proteins from selected proteomes. For each
protein, a density profile was computed for all possible unordered 3-AA words. However, only
those reaching the predefined threshold (6) for at least one protein are shown in the plots. See

Figure S24 for details.
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Arabidopsis thaliana@NP_001031195[SR|SR33/SCL33][KOG0110] (222 AA) Arabidopsis thaliana@NP_001078264[SR|SRp34a][KOG0105] (297 AA)
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Arabidopsis thaliana@NP_173107[SR|SR45] (414 AA)
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Arabidopsis thaliana@NP_190512[SR|SRp34a][KOG0105] (300 AA)
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Arabidopsis thaliana@NP_190918[SR|RSZ32][KOG0107] (284 AA)
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Arabidopsis thaliana@NP_197382[SR|SCL28][KOG0127] (236 AA)
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Arabidopsis thaliana@NP_200017[SR|RSp41][KOG0106] (357 AA)
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Arabidopsis thaliana@NP_567021[SR|SCL30][KOG0122] (262 AA) Arabidopsis thaliana@NP_567120[SR|RSp31][KOG0106] (264 AA)
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Arabidopsis thaliana@NP_849537[SR|SRp34b][KOG0105] (178 AA)
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Arabidopsis thaliana@NP_851174[SR|RSp41][KOG0106] (356 AA) Arabidopsis thaliana@NP_851261[SR|SC35][KOG4207] (303 AA)
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Arabidopsis thaliana@NP_974616[SR|RSp40/SRp35][KOG0106] (309 AA)
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Caenorhabditis elegans @ EEED8_7a[SR|CeSC35/rsp-4] (196 AA)
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Caenorhabditis elegans @ KO2F3_11_1[KOG4209] (289 AA)
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Caenorhabditis elegans @ T28D9_2d[SR|CeSC35-2/rsp-5][KOG0106] (208 AA) Caenorhabditis elegans @ W02B12_2[SR|CeSRp40/rsp-2][KOG0106] (281 AA)
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Caenorhabditis elegans @ W02B12_3c[SR|CeSRp75/rsp-1][KOG0106] (150 AA)
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Chlamydomonas reinhardtii@jgi_Chlre3_188086 (286 AA)
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Chlorella sp._NC64A@jgi_ChINC64A_1_138910_IGS_gm_22_00151 (135 AA)
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Chlorella sp._NC64A@jgi_ChINC64A_1_139931_IGS_gm_27_00109[KOG0107] (187 AA)
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Cyanidioschyzon merolae @gnl_CMER_CML202C (194 AA)
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Cyanidioschyzon merolae @ gnl_CMER_CMOO009C (301 AA)
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Drosophila melanogaster @ CG10851-PC[SR|SRp55][KOG0105] (350 AA)
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Drosophila melanogaster@CG16788-PA (374 AA)

T T T T T T T
1 I\/ {
0 50 100 150 200 250 300 350
' 24 ! window center (AA)
A E H L Q _—

D G K P R

Drosophila melanogaster@CG17136-PC[KOG0107] (135 AA)

0 20 40 60 80 100 120
| —— | .
o4 window center (AA)
A E H L —

D G K P R

word density (n per window)

word density (n per window)

Drosophila melanogaster@CG17136-PB[KOG0107] (106 AA)

I { ll' ke
f AI'IWA\'H.A\I‘I] [\

D G K P R

Drosophila melanogaster@CG17136-PD[KOGO0107] (144 AA)

0 20 40 60 80 100
—_ ;
o4 window center (AA)
A E H L —
D G K P R




DS3b

word density (n per window)

word density (n per window)

Word density along individual sequences <proteomes_combo_fullseqs_evalues> - page 17

Drosophila melanogaster@CG1987-PA[KOGO0107] (158 AA)
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Drosophila melanogaster@CG6987-PA[KOG0105] (255 AA)
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Homo sapiens @ ENSP00000244020[SR|SRp55][KOG0105] (344 AA)
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Homo sapiens @ ENSP00000258962[SR|ASF/SF2][KOG0105] (248 AA)
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Homo sapiens @ ENSP00000293233[SR|SC35][KOG4368] (221 AA)
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Homo sapiens @ ENSP00000325905[SR|9G8] (238 AA)
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Homo sapiens @ ENSP00000342913[SRrp|SRp38][KOG0111] (182 AA)
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Homo sapiens @ ENSP00000345293[SRrp|SRp38] (261 AA)
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Homo sapiens @ ENSP00000358479[SRrp|SRrp35] (262 AA) Homo sapiens @ ENSP00000362820[SR|SRp20][KOG0107] (164 AA)
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Homo sapiens @ ENSP00000363576[SRrp|SRp38][KOG0111] (173 AA)
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Homo sapiens @ ENSP00000377892[SR|SRp40][KOG0105] (272 AA)
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Micromonas pusilla_RCC299@jgi_MicpuN3_91839_estExt_Genewise2_C_Chr_100407[KOG4207] (248 AA)
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Mus musculus @ ENSMUSP00000030438[SRrp|SRp38][KOG0111] (183 AA)
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Mus musculus @ ENSMUSP00000061474[SR|SRp75][KOG0105] (491 AA)
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Mus musculus @ ENSMUSP00000078792[SR|ASF/SF2][KOG0105] (248 AA)
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Mus musculus @ ENSMUSP00000078984[KOG4207] (829 AA)
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Mus musculus @ ENSMUSP00000099603[SRrp|SRp38][KOG0111] (182 AA)
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Mus musculus @ ENSMUSP00000100538[SR|SRp20][KOG0107] (163 AA)

RRM 1

'@K‘\’iﬁ;f‘_" _—
1#\. ‘ \ 1
80 100 120 140 160
window center (AA)
E H L Q
G K P R
Mus musculus @ ENSMUSP00000103553[SR|ASF/SF2][KOG0105] (201 AA)
RFI{M1 I FI!RM2 I
A /\_/\ \f Al SN ]
[ /j\yr[/z\]xéfﬂ\:&’(\ N \U[\j"@mdg """ I
Ji /
)/ NAAVAR YA 7_" el
100

0 50 150 200
' 24 ! window center (AA)

A E H L Q

D G K P R




DS3b

word density (n per window)

word density (n per window)

Word density along individual sequences <proteomes_combo_fullseqs_evalues> - page 29

Mus musculus @ ENSMUSP00000103794[SRrp|SRrp35][KOG0111] (261 AA)
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Mus musculus @ ENSMUSP00000110365[SR|SRp20][KOG0107] (124 AA)
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Mus musculus @ENSMUSP00000111025[RNPS1|RNPS1][KOG4209] (305 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001045458 (432 AA)
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Oryza sativa_japonica_cultivar-group@NP_001048352[SR|RSZp21b] (185 AA)
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Oryza sativa_japonica_cultivar-group@NP_001049771[SR|RSZ37b][KOG0109] (330 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001050213[KOG4207] (814 AA)
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_cultivar-group @NP_001050263[SR|SC35¢][KOG4207] (205 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001054489[SR|RSZ36][KOG0109] (323 AA)
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Oryza sativa_japonica_cultivar-group@NP_001055323[SR|SRp33b][KOGO0105] (294 AA)
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Oryza sativa_japonica_cultivar-group@NP_001060322[SR|SC35b][KOG4207] (275 AA)
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Oryza sativa_japonica_cultivar-group@NP_001060372[SR|SCL25] (213 AA)
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Physcomitrella patens @jgi_Phypal_1_105411 (394 AA)
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Physcomitrella patens @jgi_Phypal_1_108464 (225 AA)
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Physcomitrella patens @jgi_Phypal_1_140978[KOGO0105] (240 AA)
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Physcomitrella patens @jgi_Phypal_1_141868 (257 AA)
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Physcomitrella patens @jgi_Phypal_1_166555 (400 AA)
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Physcomitrella patens @jgi_Phypal_1_172957[KOG0415] (319 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_227475_gw1_X_2172_1[KOG0127] (232 AA) Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_244286_gw1_XIV_1029_1[KOGO0106] (232 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_250704_gw1_XV_140_1[SR|SRp34a][KOGO0105] (219 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_411608_gw1_lI_2943_1[SR|RSp33][KOG0106] (211 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_420699_gw1_VIII_2127_1[SR|SCL28] (133 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_547618_eugene3_00010059 (278 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_552308_eugene3_00021623[KOG0106] (236 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_653760_grail3_0013007302[SR|RSZ37b][KOG0107] (181 AA) Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_656109_grail3_0049021701[KOG0122] (272 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_823076_estExt_fgenesh4_pg_C_LG_XI1221 (418 AA) Selaginella moellendorfii@jgi_Selmo1_119951_e_gw1_61_278 1[KOG0105] (298 AA)
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Selaginella moellendorfii@jgi_Selmo1_36388_gw1_41_236_1[KOGO0105] (236 AA)
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Selaginella moellendorfii@jgi_Selmo1_424875_fgenesh2_pg_C_scaffold_70000106[KOG0122] (229 AA)
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Selaginella moellendorfii@jgi_Selmo1_82477_e_gw1_5_1267_1[KOGO0106] (214 AA)
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Selaginella moellendorfii@jgi_Selmo1_97566_e_gw1_19_485_1[KOGO0105] (288 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5035702_Sb03g013010[SR|SR20][KOGO0105] (186 AA)
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Sorghum bicolor_BTx623 @jgi_Sorbi1_5045949_Sb09g004685[KOGO0106] (241 AA)
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Sorghum bicolor_BTx623 @jgi_Sorbi1_5049384_Sb01g034590[KOG0127] (190 AA)

1 1 1 1
0 20 40 60 80 100 120 140 160 180

4 window center (AA)
A E H L Q
D G K P R

Sorghum bicolor_BTx623@jgi_Sorbi1_5052097_Sb02g040350[SR|SCL25] (209 AA)

A
i)

L BERYNEN. VN
TTAN

0 50 100

' 24 ! window center (AA)

D G K P R

word density (n per window)

word density (n per window)

Sorghum bicolor_BTx623 @jgi_Sorbi1_5049442_Sb01g035680[SR|SRp32][KOGO0105] (286 AA)
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Sorghum bicolor_BTx623 @jgi_Sorbi1_5054420_Sb03g046480 (428 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5054582_Sb04g001910[KOGO0106] (295 AA)
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Sorghum bicolor_BTx623 @jgi_Sorbi1_5056945_Sb06g001100[SR|RSp29][KOGO0106] (238 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5059167_Sb079029000[KOG0147] (589 AA)
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Sorghum bicolor_BTx623 @jgi_Sorbi1_5061430_Sb10g005960[SR|RSZp21a] (186 AA)
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Volvox carteri@jgi_Volcal_121301[KOG0107] (287 AA)
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24 window center (AA)
A E H L
D G K P R

word density (n per window)

word density (n per window)

25

20

15

10 |

Volvox carteri@jgi_Volcal_45192[KOG0105] (245 AA)

[/ ‘ A0
TN

7 M,w’mvp;\\

\ L \\ 1

0 50 100 150 200
' 24 ! window center (AA)
A E H L Q S —
D G K P R

Volvox carteri@jgi_Volcal_73973[KOG4207] (274 AA)

[\
\

vy Y
NN W AYE WA

1 e . 1
0 50 100 150 200 250

D G K P R




DS3c

Word density along individual sequences <proteomes_combo_fullseqs_evalues> - page 1

Arabidopsis thaliana@NP_001031195[SR|SR33/SCL33][KOG0110] (222 AA) Arabidopsis thaliana@NP_001078264[SR|SRp34a][KOG0105] (297 AA)
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Arabidopsis thaliana@NP_180035[SR|RSZ22a] (196 AA)
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Arabidopsis thaliana@NP_182184[SR|RSp31a][KOGO0106] (250 AA)
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[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ---- [PQ] [RR] [SV] -----
Arabidopsis thaliana@NP_190512[SR|SRp34a][KOG0105] (300 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Arabidopsis thaliana@NP_190918[SR|RSZ32][KOG0107] (284 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===- [PP] —=—=~- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_197382[SR|SCL28][KOG0127] (236 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] === [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Arabidopsis thaliana@NP_194886[SR|SRZ22/RSZ22][KOG0107] (200 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_200017[SR|RSp41][KOG0106] (357 AA)
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[DK] [GG] [HK] ===- [PP] -=—=-~- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Arabidopsis thaliana@NP_564208[SR|SRZ21/RSZ21] (187 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_567021[SR|SCL30][KOG0122] (262 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Arabidopsis thaliana@NP_564685[SR|SR33/SCL33][KOG0110] (220 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_567120[SR|RSp31][KOG0106] (264 AA)
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[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Arabidopsis thaliana@NP_567235[SR|SRp34b][KOGO0105] (278 AA)

16 T 1 T T
RRM 1 RRM 2
L TR E
LI .
10 oo E
< T S T e L ST I S S -
6 .......................................................
L Ry R A N A5\ DI A 1
I/\_ ~J ‘ ,’ \}
2 -I—-- f rrrrrrrrrrrrrrrrrrrr =T ""'v\r'-"v-”'-
I 5 P i vy AV sk Y
0 50 100 150 200 250
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_849537[SR|SRp34b][KOG0105] (178 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----

word density (n per window)

word density (n per window)

12

e
o

12

—
o

Arabidopsis thaliana@NP_683288[SR|SRp30][KOG0105] (256 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_850280[SR|RSZ33][KOG0107] (290 AA)
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[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----




DS3c

word density (n per window)

word density (n per window)

18

16

14

12

10

-

Word density along individual sequences <proteomes_combo_fullseqs_evalues> - page 6

Arabidopsis thaliana@NP_850933[SR|SR1/SRp34][KOG0105] (303 AA)

RRM 1 ' F;RM 2 ' ' '
Y A W N S Y AN S Fai
AN
- - ABR—— e - - NF A r- —4-* r/,&ril-—-r‘\‘u‘—rlr/ ——————— -
__r\)//l / ™ ‘--‘1 '.'r- "‘i \ -\ // ’X\ ‘\l --\")-- .‘ L
0 50 100 150 200 250 300
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_851174[SR|RSp41][KOG0106] (356 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Arabidopsis thaliana@NP_850934[SR|SR1/SRp34][KOG0105] (285 AA)
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[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Arabidopsis thaliana@NP_851261[SR|SC35][KOG4207] (303 AA)
RE‘M 1 T T T T T
e o P - Nme - A e A -y ,\—.-I‘ e e A _—
- ~ f 4 }ﬁa\&:u_q:. \'GJ"( . j7
TN LA TN
) 1 I 1 i \ 1‘ ' \' Y Ll /\\ 1
0 50 100 150 200 250 300
24 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
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[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Arabidopsis thaliana@NP_973702[SR|RSp31a][KOGO0106] (224 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Caenorhabditis elegans @ C33H5_12a_2[SR|CeSRp20/rsp-6][KOG0116] (179 AA)
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[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Arabidopsis thaliana@NP_973844[SR|SR45] (407 AA)
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[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Caenorhabditis elegans @ C33H5_12b_1[SR|CeSRp20/rsp-6][KOG0107] (153 AA)
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Caenorhabditis elegans @ C33H5_12c[SR|CeSRp20/rsp-6][KOG0107] (118 AA)
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[DK] [GG] [HK] -—--- [PP] -——-~- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Caenorhabditis elegans @ KO2F3_11_1[KOG4209] (289 AA)
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Caenorhabditis elegans @ EEED8_7a[SR|CeSC35/rsp-4] (196 AA)
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[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Caenorhabditis elegans @ T28D9_2a[SR|CeSC35-2/rsp-5][KOG0106] (208 AA)
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[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Caenorhabditis elegans @ T28D9_2b[SR|CeSC35-2/rsp-5][KOG0106] (166 AA)
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[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Caenorhabditis elegans @ W02B12_2[SR|CeSRp40/rsp-2][KOGO0106] (281 AA)
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Caenorhabditis elegans @ T28D9_2d[SR|CeSC35-2/rsp-5][KOG0106] (208 AA)
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Caenorhabditis elegans @ W02B12_3a[SR|CeSRp75/rsp-1][KOG0106] (312 AA)
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{
Y At I ISR H ,‘!\/,I,“ ,,,,,,,,,,,,,,, i
1 \
rrrrrrrrrrrrrrrrrrrr N r—rl* .,._i,,,,,,,,l‘,,,,,,, - -
i [ -‘2'7 Yl TN
V’ 7 \vX/ A L ‘JIQ\‘f\‘l‘ ‘ 1 / '.:’ ‘\ tal 1‘\ ‘\|
0 100 150 200 250 300
24 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----
[DR] [GR] [HR] ---- [PQ] [RR] [SV] - ----
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Caenorhabditis elegans @ W02B12_3b[SR|CeSRp75/rsp-1][KOG0106] (148 AA)

1 RRM I1 1 T T T T
e oo ';‘le - -
-— S— . ;,'- - 4\'.....,‘.--.
[! j‘\ .' l, 1 “.‘ "
0 120 140
: 24 I window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ====[PP] —=== [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Caenorhabditis elegans@Y111B2A_18_3[SR|CeSF2/ASF/rsp-3][KOG0105] (258 AA)
RRM 1 ' I;!RM 2 ' '
Y, S X\ T U\ S N e '
/--mm«- Vi o A AR
0 100 150 200 250
= window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----
[DR] [GR] [HR] ---- [PQ] [RR] [SV] - ----

word density (n per window)

word density (n per window)

10

(e

Caenorhabditis elegans @ W02B12_3c[SR|CeSRp75/rsp-1][KOG0106] (150 AA)

1 RRM I1 1 T T T T
o e ‘ = e *N_.—-E.:- / \f-,.—..--
=7 X T \ [ 7 Y ~
\. /I l" ‘t 7 1 \\ (W) NV
0 20 40 6 100 120 140
: 24 : window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] - -=---
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Chlamydomonas reinhardtii@jgi_Chlre3_116256 (118 AA)
' ' RRM 1 '
L :i ’o \ T,_[_.\.-, — _' ‘\—‘\:_*— ,,,,,,,,, .
j | , '
0 100
L
24 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Chlamydomonas reinhardtii@jgi_Chlre3_129159[KOG0105] (239 AA)

RRM 1 ' RRM 2I '
/o, -
I N A Y / ! ,\y{, ,?\ . ]
rl \
. A e e e e — ool eyt ) o - - - -
'"f"zr“\ VIR R A A" S \Wsvi o WA
0 100 150 200
== window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ====[PP] —=== [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Chlamydomonas reinhardtii@jgi_Chlre3_192053[KOG0107] (163 AA)
RRMI1 ' ' ZNK 1 ' '
I g -
A- A \
S N W/ D ¢ v
ﬂ% S“ AV\ /a0 S ARN / .
0 100 120 140 160
: 24 I wmdow center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----
[DR] [GR] [HR] ---- [PQ] [RR] [SV] -----

word density (n per window)

word density (n per window)

14

-
N

e
o

—_
[e)

-
o

-
>

—_
N

-
o

©

Chlamydomonas reinhardtii@jgi_Chlre3_188086 (286 AA)

RRM 1

. ,X,.._, kJ:\ e V_L,r[_. \
” . ‘/ [ \ \\I.' 2" “

0 50 100 150

= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] - ----
Chlorella sp._NC64A@ijgi_ChINC64A_1_135593_IGS_gm_14_00126[KOG4207] (224 AA)

RRI\III 1 ' ' '
[\

[— VY
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— window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Chlorella sp._NC64A@jgi_ChINC64A_1_135849_IGS_gm_14_00382 (242 AA)

RRM 1 ' \ ZNK 1 ' '
J /
. OPENESN S LIS S 5 S /
Xl 1 AN | \A \ VA { Vi \' \\ P
0 50 100 150 200
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===- [PP] —=—=~- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Chlorella sp._NC64A@ijgi_ChINC64A_1_139931_IGS_gm_27_00109[KOG0107] (187 AA)
RHM I'1 T T T T T T
I S (Y AN O V A )
|[.II ; 1 \.‘. j[
0 20 40 60 80 100 120 140 160 180
: 27 window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] === [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----

word density (n per window)

word density (n per window)

Chlorella sp._NC64A@jgi_ChINC64A_1_138910_IGS_gm_22_00151 (135 AA)

R | .
24 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===- [PP] -—=-~- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

TN , \[/\)'
LA W ./-'\"/"..TQ.
50

0 100 150 200 250
= window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] -=—=-~- [QQ] [ST] =----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Chlorella sp._NC64A@jgi_ChINC64A_1_36976_estExt_Genewise1Plus_C_240101[KOG0105] (302 AA)

RRNi 1 ' RRMIZ ' ' '
A
= v L 20 2 mm n § wiR s \""[' \vA"'
== - 1 \ L
/h/‘ /“ \X \ { 1 \\ n 1 \ // \

0 100 150
= window center (AA)

[AA] [DY] [GS] [HS] ==== [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~

[DK] [GG] [HK] -—--- [PP] -——-~- [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Drosophila melanogaster @ CG10203-PA[SR|9G8][KOG0107] (258 AA)
RRM 1 ZNK 1 ' '
P,\ I\ pe—
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‘5'1 w//,l_:m\\ \ ‘[ L 1”\ \\ 7h £ T \~| l/. ‘..X\T'-"L.
0 50 100 150 200 250
= window center (AA)

[AA] [DY] [GS] [HS] ===- [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----

[DR] [GR] [HR] ---- [PQ] [RR] [SV] - ----
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Cyanidioschyzon merolae @gnl_CMER_CML202C (194 AA)

T T T T T T T T
RRM 1
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""" Nt "r""’:‘"' NP v‘-"" ;"""""""'
) v 1 {
i\ !\ I X A o
1 Ao 0 \1 u [ J

0 80 100 120 140 160 180
24 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] = ===~
[AR] [ER] [GY] [LL] ==== [PV] [SS] = ==---
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=~-~-
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Drosophila melanogaster @ CG10851-PB[SR|SRp55][KOG0106] (329 AA)
RRM 1 ' RhM 2 ' ' '
"
b= - oo 1 B e -
l’ ‘\ I\ “\
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] Y
1 1
L e N N b Vo .
v i
-A . ', M Iv 1A~
[—' \ D """ ""‘ A, ey e 1 A il ol ]#‘ "\ """ | 1~ ‘\x """ “' - -1
N[/) WA T T WA T
0 100 150 200 250 300
24 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] = ===~
[AR] [ER] [GY] [LL] = === [PV] [SS] = ===~
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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Drosophila melanogaster @ CG10851-PC[SR|SRp55][KOG0105] (350 AA)
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IS X W STN X T8 2 W
0 50 100 150 200
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Drosophila melanogaster@CG16788-PA (374 AA)

0 50 100 150 200 250 300 350
= window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Drosophila melanogaster @ CG10851-PE[SR|SRp55][KOG0105] (346 AA)
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= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] - ==---
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Drosophila melanogaster@CG17136-PB[KOGO0107] (106 AA)
' RRM 1 ' ' '

24 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] = ===~
[AR] [ER] [GY] [LL] = === [PV] [SS] = ===~
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] - ==---
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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Drosophila melanogaster@CG17136-PC[KOG0107] (135 AA)
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24 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] = ==---
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] =-=--
Drosophila melanogaster@CG1987-PA[KOGO0107] (158 AA)
1 RRM 1 T T T T
,,,,,,, e RN AN
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20 40 60 80 100 120 140
: 24 : window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] === [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Drosophila melanogaster@CG17136-PD[KOGO0107] (144 AA)

24 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] - ==---
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Drosophila melanogaster@CG41105-PC (1115 AA)
' ' ' RRM 1

0

7 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR]
[AP] [EK] [GV] [KS] ==== [PS]
[AR] [ER] [GY] [LL] ==== [PV]
[DK] [GG] [HK] ==== [PP] ==== [QQ]
[DR] [GR] [HR] ===-= [PQ] [RR]
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Drosophila melanogaster @ CG5442-PB[SR|SC35][KOG4207] (195 AA)
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: Fy window center (AA)

[AA] [DY] [GS] [HS] ==== [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~

[DK] [GG] [HK] -—--- [PP] -——-~- [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Drosophila melanogaster@ CG6987-PA[KOGO0105] (255 AA)
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= window center (AA)

[AA] [DY] [GS] [HS] ===- [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----

[DR] [GR] [HR] ---- [PQ] [RR] [SV] - ----
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Drosophila melanogaster@CG5655-PA[KOG0107] (200 AA)
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[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Homo sapiens @ ENSP00000229390[SR|SRp30c][KOG0105] (221 AA)
7 1 T 1 T
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— window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ====[PP] ==== [QQ] [ST] = ===~
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Homo sapiens @ ENSP00000244020[SR|SRp55][KOG0105] (344 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~

[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Homo sapiens @ ENSP00000293233[SR|SC35][KOG4368] (221 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----

[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Homo sapiens @ ENSP00000258962[SR|ASF/SF2][KOG0105] (248 AA)

RFIlM 1 ' RIRM 2 '
[ T\
[ S 5 V) WA/ 5 GO W e gl
ANINAY, GERR WY S/ VA AV VAR X VOB AR\
0 50 100 150 200
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Homo sapiens @ ENSP00000325905[SR|9G8] (238 AA)
RRM 1 ZNK 1 ' '
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== window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Homo sapiens @ ENSP00000340764[SRrp|SRp38][KOG0111] (183 AA)
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RRM 1

: 2 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Homo sapiens @ ENSP00000342913[SRrp|SRp38][KOG0111] (182 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----

[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Homo sapiens @ ENSP00000342294[SR|SRp40][KOG0106] (267 AA)

RRM 1 T T T T
18 oo E
B oo .
T o E
LB L R TR TS E
0 oo .
8 e oo -
B - o o o o e e
B e e e e -
I N 4 1 L O A A
I A e o aavhar s A B v YAl T A
0 50 100 150 200 250
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Homo sapiens @ ENSP00000345293[SRrp|SRp38] (261 AA)
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= window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----
[DR] [GR] [HR] ---- [PQ] [RR] [SV] -----
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Homo sapiens @ ENSP00000353089[SR|SC35][KOG4368] (201 AA)
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[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Homo sapiens @ ENSP00000362820[SR|SRp20][KOG0107] (164 AA)
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[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Homo sapiens @ ENSP00000358479[SRrp|SRrp35] (262 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Homo sapiens @ ENSP00000362900[SR|SRp75][KOG0105] (494 AA)
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24 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Homo sapiens @ ENSP00000363573[SRrp|SRp38][KOG0415] (262 AA)
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[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] - -=---
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Homo sapiens @ ENSP00000363577[SRrp|SRp38][KOG0111] (172 AA)
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: 24 : window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] =-~-~-
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Homo sapiens @ ENSP00000363576[SRrp|SRp38][KOG0111] (173 AA)
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: 24 : window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Homo sapiens @ ENSP00000377892[SR|SRp40][KOGO0105] (272 AA)
RRM 1 ' RRM I2 ' '
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= window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Homo sapiens @ ENSP00000380275[RNPS1|RNPS1][KOG4209] (305 AA)
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window center (AA)
[DY] [GS] [HS] ==== [PR] [RS]
[EK] [GV] [KS] ==== [PS] [RY] - ----
[ER] [GY] [LL] ==== [PV] [SS] ===~-~
[GG] [HK] ===~ [PP] ==== [QQ] [ST] -----
[GR] [HR] ==== [PQ] [RR] [SV] = ===~
Micromonas pusilla_RCC299@jgi_MicpuN3_63440_EuGene_1300010090 (414 AA)
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= window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] -——- [QQ] [ST] =----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Micromonas pusilla_RCC299@jgi_MicpuN3_91839_estExt_Genewise2_C_Chr_100407[KOG4207] (248 AA)
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Homo sapiens @ ENSP00000381889[KOG4207] (219 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~

[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--

[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-

[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Mus musculus @ ENSMUSP00000017065[SR|SRp55][KOG0105] (339 AA)
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[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Mus musculus @ ENSMUSP00000030437[SRrp|SRp38][KOG0415] (278 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] =-~-~-
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Mus musculus @ ENSMUSP00000021562[SR|SRp40][KOG0106] (268 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Mus musculus @ ENSMUSP00000030438[SRrp|SRp38][KOG0111] (183 AA)
1 1 RRM 1 1 T T T T T
P - p—— b~ - -
' i
=3 -1‘ ------- ! T = B :‘" Y <_7‘| B W s W o W R 7
Vo 4 ) ' v y . ) 1y
| JYERN 1 / 1 1 i ]y 1 \ L /\. ‘/ 1 i | 1
0 20 40 60 80 100 120 140 160 180
: 2 window center (AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Mus musculus @ ENSMUSP00000031513[SR|SRp30c][KOG0105] (222 AA)

Mus musculus @ ENSMUSP00000049025[SR|SRp20][KOG0107] (164 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~ [AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===- [PP] —=—=~- [QQ] [ST] =---- [DK] [GG] [HK] ===- [PP] -—=-~- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~ [DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ---- [AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ----- [AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] =-~-~- [DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=--- [DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Mus musculus @ ENSMUSP00000066393[SR|9G8][KOG0107] (266 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~

[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Mus musculus @ ENSMUSP00000072182[SR|SC35][KOG4207] (254 AA)
RF;M 1 ' ' ' '
---------------------------------- r-i~4‘------------------
;) N
SRR R TR SERTE ‘x/\i ————— ,I—r— “ ————————————————— -
T ,'\\ / (s / \

'””’\;ﬁ """ /‘ "‘j\” """" A '”'r”‘""':*""‘}“ I'"\" “\" """"""" 7

X ".- *:‘;\l { .J-,“‘__“ ,-Il A ‘u\ -‘;/1 "V-f—"\"‘.' ;": i -‘“‘/"" . —u“\ \ /“ / 1
0 50 100 150 200 250
= window center (AA)

[AA] [DY] [GS] [HS] ===- [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] =-~-~-

[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Mus musculus @ ENSMUSP00000070983[SR|9G8][KOG0107] (238 AA)
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== window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Mus musculus @ ENSMUSP00000078792[SR|ASF/SF2][KOGO0105] (248 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Mus musculus @ ENSMUSP00000090059[SR|SC35][KOG4368] (221 AA)
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[AA] [DY] [GS] [HS] ==== [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~

[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Mus musculus @ ENSMUSP00000099603[SRrp|SRp38][KOGO0111] (182 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] =-~-~-

[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Mus musculus @ ENSMUSP00000095455[SRrp|SRp38] (261 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Mus musculus @ ENSMUSP00000100538[SR|SRp20][KOG0107] (163 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Mus musculus @ ENSMUSP00000101479[SRrp|SRp38][KOG0415] (262 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~

[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Mus musculus @ ENSMUSP00000103794[SRrp|SRrp35][KOG0111] (261 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Mus musculus @ ENSMUSP00000103553[SR|ASF/SF2][KOG0105] (201 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Mus musculus @ ENSMUSP00000105983[SR|SRp40][KOG0106] (270 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Mus musculus @ ENSMUSP00000105985[SR|SRp40][KOGO0106] (269 AA) Mus musculus @ ENSMUSP00000108040[SR|9G8][KOGO0107] (226 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~ [AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ---- [DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~ [DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Mus musculus @ ENSMUSP00000111025[RNPS1|RNPS1][KOG4209] (305 AA) Mus musculus @ ENSMUSP00000111028[RNPS1|RNPS1][KOG4209] (282 AA)
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] [ER] [GY] [LL] ==== [PV] [S§] - ---- [ER] [GY] [LL] ==== [PV] [S§] - ----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ---- [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=--- [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Oryza sativa_japonica_cultivar-group@NP_001042066[SR|RSZ37a][KOG0109] (324 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----

[AR] [ER] [GY] [LL] ==== [PV] [SS] = ==---

[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--

Oryza sativa_japonica_cultivar-group@NP_001045729[SR|RSp33][KOG0106] (279 AA)
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[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] === [QQ] [ST] =----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Oryza sativa_japonica_cultivar-group @ NP_001045458 (432 AA)
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[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Oryza sativa_japonica_cultivar-group@NP_001046448[SR|SCL30a] (265 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Oryza sativa_japonica_cultivar-group@NP_001047400[SR|RSZp23][KOG0107] (200 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~

[DK] [GG] [HK] -—--- [PP] -——-~- [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Oryza sativa_japonica_cultivar-group@NP_001049771[SR|RSZ37b][KOG0109] (330 AA)
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[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----

[DR] [GR] [HR] ---- [PQ] [RR] [SV] - ----
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Oryza sativa_japonica_cultivar-group@NP_001048352[SR|RSZp21b] (185 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] - ==---
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] ==---
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Oryza sativa_japonica_cultivar-group@NP_001050082[SR|SRp32][KOG0105] (264 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Oryza sativa_japonica_cultivar-group@NP_001050168 (243 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===- [PP] —=—=~- [QQ] [ST] =----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Oryza sativa_japonica_cultivar-group@NP_001050263[SR|SC35c][KOG4207] (205 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] -——- [QQ] [ST] =----
[DR] [GR] [HR] ---- [PQ] [RR] [SV] -----
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Oryza sativa_japonica_cultivar-group @ NP_001050213[KOG4207] (814 AA)
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[DK] [GG] [HK] ===- [PP] -—=-~- [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Oryza sativa_japonica_cultivar-group@NP_001052061[SR|RSp29][KOGO0106] (245 AA)
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[AR] [ER] [GY] L] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----



DS3c

word density (n per window)

word density (n per window)

18

16

14

12

10

Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 31

Oryza sativa_japonica_cultivar-group @ NP_001054414[KOG0117] (398 AA)

24 wmdow center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] = ===~
[AR] [ER] [GY] [LL] = === [PV] [SS] = ===~
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = =-=~-~=
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Oryza sativa_japonica_cultivar-group @ NP_001054489[SR|RSZ36][KOG0109] (323 AA)

RRM 1 IZNK 1ZNK 2 ' ' '
[ NALL _ NAC R L VY AVAN '\
\‘u" ‘\/ YA X/ \l,-T.l -\ Y/ / |/X 7 i \\:.I L/
0 50 100 150 200 250 300
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] - -=---
[DK] [GG] [HK] —==== [PP] —=—-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Oryza sativa_japonica_cultivar-group@NP_001057018[SR|RSZp21a] (185 AA)
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[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Oryza sativa_japonica_cultivar-group@NP_001060322[SR|SC35b][KOG4207] (275 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Oryza sativa_japonica_cultivar-group@NP_001060372[SR|SCL25] (213 AA)
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[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] -—--- [PP] -——-- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Oryza sativa_japonica_cultivar-group@NP_001062094[SR|SC35a][KOG0415] (289 AA)
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[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----
[DR] [GR] [HR] ---- [PQ] [RR] [SV] - ----
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Oryza sativa_japonica_cultivar-group@NP_001067091[SR|SCL30b] (263 AA)
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[DK] [GG] [HK] ====[PP] ===~ [QQ] [ST] = ===~
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Ostreococcus sp._RCC809@jgi_OstRCC809_1_16551_gw1_5_1077_1[KOGO0105] (138 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001068546[KOG0127] (502 AA)
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Physcomitrella patens @jgi_Phypal_1_105411 (394 AA)
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Physcomitrella patens @jgi_Phypa1_1_108464 (225 AA)
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[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Physcomitrella patens @jgi_Phypal_1_122960[KOG4207] (259 AA)
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Physcomitrella patens @jgi_Phypal_1_113630[KOGO0105] (279 AA)
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Physcomitrella patens @jgi_Phypal_1_140978[KOGO0105] (240 AA)
RRM 1 ' RRMI2 '

L - Xy R S G e -

‘ ~ X Ny W

\ [ R T N A
0 50 100 150 200
= window center (AA)

[AA] [DY] [GS] [HS] ===-= [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--

[AR] [ER] [GY] [LL] ==== [PV] [SS] -----

[DK] [GG] [HK] ===- [PP] ———-~- [QQ] [ST] -----

[DR] [GR] [HR] ---- [PQ] [RR] [SV] -----
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Physcomitrella patens @jgi_Phypal_1_141868 (257 AA)
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Physcomitrella patens @jgi_Phypal_1_172957[KOG0415] (319 AA)
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[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Physcomitrella patens @jgi_Phypal_1_166555 (400 AA)
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[DK] [GG] [HK] ===- [PP] -—=-~- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Physcomitrella patens @jgi_Phypal_1_205547[KOGO0105] (262 AA)
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[DK] [GG] [HK] ===- [PP] -——- [QQ] [ST] =----
[DR] [GR] [HR] —=--- [PQ] [RR] [SV] -----
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_227475_gw1_X_2172_1[KOG0127] (232 AA) Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_244286_gw1_XIV_1029_1[KOGO0106] (232 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_248500_gw1_XIX_900_1[SR|SRZ21/RSZ21][KOG0107] (179 AA) Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_250704_gw1_XV_140_1[SR|SRp34a][KOG0105] (219 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_253698_gw1_XV_3134_1[KOG0106] (343 AA)
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[DK] [GG] [HK] —===- [PP] —==-- [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_256035_gw1_XVI_1974_1[SR|SCL25][KOG0111] (131 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_409414_gw1_ll_749_1[KOGO0105] (252 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_421685_gw1_XII_145_1[SR|SRp34a][KOG0105] (286 AA)
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 38
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_547618_eugene3_00010059 (278 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_423171_gw1_XII_1631_1[KOG0106] (329 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_583120_eugene3_01470005[SR|RSZ22a] (187 AA) Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_645719_grail3_0067008905[SR|SC35b][KOG4207] (142 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_664446_grail3_0061020502[SR|SRp33a][KOG0105] (168 AA) Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_667717_grail3_0004036801[SR|RSZ37b][KOG0107] (179 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_811208_fgenesh4_pm_C_scaffold_133000019[KOGO0105] (226 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_814124_estExt_fgenesh4_kg_C_LG_X0007 (252 AA)
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Selaginella moellendorfii@jgi_Selmo1_172361_estExt_Genewise1Plus_C_170808[KOG0107] (229 AA)
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Selaginella moellendorfii@jgi_Selmo1_424875_fgenesh2_pg_C_scaffold_70000106[KOG0122] (229 AA)
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Selaginella moellendorfii@jgi_Selmo1_36388_gw1_41_236_1[KOG0105] (236 AA)
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Selaginella moellendorfii@jgi_Selmo1_446044_estExt_fgenesh2_pg_C_640061[KOG0122] (354 AA)

T T T T T T
RRM 1

0 50 100 150 200 250 300 350
24 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] —==-- [PP] —=—-- [QQ] [ST] -----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----




DS3c

word density (n per window)

word density (n per window)

10

Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 43

Selaginella moellendorfii@jgi_Selmo1_68846_gw1_3_1555_1[KOG0107] (181 AA)
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Selaginella moellendorfii@jgi_Selmo1_97566_e_gw1_19_485_1[KOGO0105] (288 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5049360_Sb01g034200 (213 AA)
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Sorghum bicolor_BTx623 @jgi_Sorbi1_5049384_Sb01g034590[KOG0127] (190 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5052652_Sb03g005500[KOG0109] (296 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5054420_Sb03g046480 (428 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5056881_Sb05g027700 (270 AA)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5059167_Sb07g029000[KOG0147] (589 AA)
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[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~
[DK] [GG] [HK] ===- [PP] -—=-~- [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~

Sorghum bicolor_BTx623@jgi_Sorbi1_5060000_Sb09g001920[SR|RSZ36][KOGO0106] (312 AA)
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24 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] = -=-~-
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Sorghum bicolor_BTx623 @jgi_Sorbi1_5061430_Sb10g005960[SR|RSZp21a] (186 AA)
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: 2 window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===- [PP] -——- [QQ] [ST] =----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Volvox carteri@jgi_Volcal_120666 (262 AA)
RIRM 1 ' ' ' '
T ) N
,,,,,,,,,,,,,,,,,,,,, f_'\' oy
fo "'""/‘]' \ |
0 100 150
= window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ==== [PP] ==== [QQ] [ST] =-~-~-
[DR] [GR] [HR] ---- [PQ] [RR] [SV] - ----
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Volvox carteri@jgi_Volcal_105177[KOG0462] (924 AA)
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window center (AA)

[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] - ==---
[DK] [GG] [HK] ===~ [PP] ==~ [QQ] [ST] - ----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] ===--
Volvox carteri@jgi_Volcal_121229[KOG0415] (294 AA)
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24 window center (AA)
[AA] [DY] [GS] [HS] ===-= [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ====[PP] ==== [QQ] [ST] = ===~
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =----
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Volvox carteri@jgi_Volcal_45192[KOGO0105] (245 AA)
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0 50 100 150 200
= window center (AA)
[AA] [DY] [GS] [HS] ==== [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] ===~-~
[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----
[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
Volvox carteri@jgi_Volcal_73973[KOG4207] (274 AA)
hRM 1 ' ' ' '
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= window center (AA)
[AA] [DY] [GS] [HS] ===- [PR] [RS]
[AP] [EK] [GV] [KS] ==== [PS] [RY] - ----
[AR] [ER] [GY] [LL] ==== [PV] [SS] -----
[DK] [GG] [HK] ===- [PP] === [QQ] [ST] =----
[DR] [GR] [HR] ===-= [PQ] [RR] [SV] - =-=---
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Volvox carteri@jgi_Volcal_72532[KOG0105] (288 AA)
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[AA] [DY] [GS] [HS] ==== [PR] [RS]

[AP] [EK] [GV] [KS] ==== [PS] [RY] - --~--

[AR] [ER] [GY] [LL] ==== [PV] [SS] ===--~

[DK] [GG] [HK] ===-= [PP] ==== [QQ] [ST] -----

[DR] [GR] [HR] ==== [PQ] [RR] [SV] = ===~
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word density (n per window)

Arabidopsis thaliana@NP_001078264[SR|SRp34a][KOG0105] (297 AA)

Word density along individual sequences <proteomes_combo_fullseqs_evalues> - page 1

1
RRM 1

1
RRM 2 '

Arabidopsis thaliana@NP_172386[SR|SRp30][KOG0105] (268 AA)

word density (n per window)

[DRS]

word density (n per window)

100 150 200
window center (AA)
[GGG] [GGY] ==== [KSS]
[DRY] [GGM] [GRS] ===— [PPP]
[EPQ] [GGP] [GSS] ==== [PPS]
[ERR] [GGR] ===-~- [HRR] -—-~- [PRS]
[ERY] [GGS] ==== [KRS] [QQQ]

Arabidopsis thaliana@NP_180035[SR|RSZ22a] (196 AA)

word density (n per window)

0 50 100 150 200
= window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS]
[DDR] [DRY] [GGM] [GRS] ==== [PPP] ~~~~ [RSS] ===-=--
[DGR] [EPQ] [GGP] [GSS] ===~ [PPS] =~~~ [SSS] - ===~
[DKR] [ERR] [GGR] —--- [HRR] =—=-- [PRS] ~~~~ [SST] -----
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Arabidopsis thaliana@NP_173107[SR|SR45] (414 AA)
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24 window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS]
[DDR] [DRY] [GGM] [GRS] ==== [PPP] ~~~~ [RSS] ===-=--
[DGR] [EPQ] [GGP] [GSS] ——-~- [PPS] ——~~ [SSS] - ----
[DKR] [ERR] [GGR] -—--~- [HRR] ——=-- [PRS] ~~~~ [SST] -----
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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window center (AA)
[GGG] [GGY] ==-- [KSS

[ERR] [GGR] -~~~ [HRR] ---~ [PRS
(ERY] [GGS] ===~ [KRS] [QQQ
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Arabidopsis thaliana@NP_190512[SR|SRp34a][KOG0105] (300 AA)
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window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===~ [PPP] [RSS] - - ---
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===~ [HRR] ---- [PRS] [SST] - - - - -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Arabidopsis thaliana @ NP_194886[SR|SRZ22/RSZ22][KOG0107] (200 AA)
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— window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ==—— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] -=-=-- [HRR] ---- [PRS] [SST] - - - - -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Arabidopsis thaliana@NP_190918[SR|RSZ32][KOG0107] (284 AA)

1
RRM 1

1
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1

window center (AA)

[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] - ----
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Arabidopsis thaliana@NP_567021[SR|SCL30][KOG0122] (262 AA)
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= window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Arabidopsis thaliana@NP_567235[SR|SRp34b][KOGO0105] (278 AA)

window center (AA)

[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ———-~— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - =----
[DKR] [ERR] [GGR] ==-~- [HRR] =--~- [PRS] [SST] = -~ - -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Arabidopsis thaliana@NP_850933[SR|SR1/SRp34][KOG0105] (303 AA)
9 T L) T T T
RRM 1 RRM 2
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150
window center (AA)

[APS] [DRS] [GGG] [GGY] ===~ [KSS] [RRS]

[DDR] [DRY] [GGM] [GRS] ==-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ---~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===~ [HRR] —-=-~- [PRS] [SST] -----
[DRR] [ERY] [GGS] —=—-~- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Arabidopsis thaliana @NP_849537[SR|SRp34b][KOGO0105] (178 AA)

: 24 ! window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Arabidopsis thaliana@NP_850934[SR|SR1/SRp34][KOG0105] (285 AA)
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window center (AA)

[APS] [DRS] [GGG] [GGY] ===~ [KSS] [RRS]

[DDR] [DRY] [GGM] [GRS] ==-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ---~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===~ [HRR] —-=-~- [PRS] [SST] -----
[DRR] [ERY] [GGS] -=—-~- [KRS] [QQQ]
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Arabidopsis thaliana@NP_851261[SR|SC35][KOG4207] (303 AA)
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200

0 50 100 150

= window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Caenorhabditis elegans @ C33H5_12a_2[SR|CeSRp20/rsp-6][KOG0116] (179 AA)

0 20 40 60 80 100 120 140 160

: 24 : window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] = ----
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Arabidopsis thaliana@NP_973844[SR|SR45] (407 AA)

0 50 100 150 200 250 300 350 400
= window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Caenorhabditis elegans @ C33H5_12b_1[SR|CeSRp20/rsp-6][KOG0107] (153 AA)

20 40 60 80 100 120 140
: 24 : window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ==== [HRR] ===~ [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Caenorhabditis elegans @ C33H5_12c[SR|CeSRp20/rsp-6][KOG0107] (118 AA)
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24 window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] -----
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ===-= [KRS] [QQQ]
Caenorhabditis elegans @ KO2F3_11_1[KOG4209] (289 AA)
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= window center (AA)
[APS] [DRS] [GGG] [GGY] ==—-= [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==-= [KRS] [QQQ]

word density (n per window)

word density (n per window)

Caenorhabditis elegans @ EEED8_7a[SR|CeSC35/rsp-4] (196 AA)
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: 2 window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] - ----
[DRR] [ERY] [GGS] ==-= [KRS] [QQQ]
Caenorhabditis elegans @ T28D9_2a[SR|CeSC35-2/rsp-5][KOG0106] (208 AA)
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— window center (AA)
[APS] [DRS] [GGG] [GGY] ==—== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ===-= [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
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Caenorhabditis elegans @ T28D9_2b[SR|CeSC35-2/rsp-5][KOG0106] (166 AA)
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: 24 : window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===~ [PPP] [RSS] - - ---
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Caenorhabditis elegans @ W02B12_2[SR|CeSRp40/rsp-2][KOGO0106] (281 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Caenorhabditis elegans @ T28D9_2d[SR|CeSC35-2/rsp-5][KOG0106] (208 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Caenorhabditis elegans @ W02B12_3a[SR|CeSRp75/rsp-1][KOG0106] (312 AA)
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[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ==== [HRR] ===~ [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Caenorhabditis elegans @ W02B12_3c[SR|CeSRp75/rsp-1][KOG0106] (150 AA)

Caenorhabditis elegans @ W02B12_3b[SR|CeSRp75/rsp-1][KOG0106] (148 AA)
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word density (n per window)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~ [DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ==-- [HRR] ==-- [PRS] [SST] - ---~- [DKR] [ERR] [GGR] ==-- [HRR] ==-- [PRS] [SST] - ----
[DRR] [ERY] [GGS] ==== [KRS] [QQQ] [DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Caenorhabditis elegans@Y111B2A_18_3[SR|CeSF2/ASF/rsp-3][KOG0105] (258 AA) Chlamydomonas reinhardtii@jgi_Chlre3_129159[KOG0105] (239 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - - [DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] - - - -~ [DKR] [ERR] [GGR] ==== [HRR] ===~ [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ] [DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Chlamydomonas reinhardtii@jgi_Chlre3_188086 (286 AA)
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[APS] [DRS] [GGG] [GGY] ==== [KSS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP]
[DGR] [EPQ] [GGP] [GSS] ==== [PPS]
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS]
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)
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Chlamydomonas reinhardtii@jgi_Chlre3_192053[KOG0107] (163 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Chlorella sp._NCB4A@ijgi_ChINC64A_1_135849_IGS_gm_14_00382 (242 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Word density along individual sequences <proteomes_combo_fullseqs_evalues> - page 9

Chlorella sp._NC64A@jgi_ChINC64A_1_138910_IGS_gm_22_00151 (135 AA)
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[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - ---
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===- [HRR] ==-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Chlorella sp._NC64A@jgi_ChINC64A_1_36976_estExt_Genewise1Plus_C_240101[KOG0105] (302 AA)
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[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] =-=-~- [HRR] -—-- [PRS] [SST] ---- -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

10

14

12

10

Chlorella sp._NC64A@jgi_ChINC64A_1_139931_IGS_gm_27_00109[KOG0107] (187 AA)
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[DDR] [DRY] [GGM] [GRS] ===~ [PPP] [RSS] - ----
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ===-~- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Drosophila melanogaster @ CG10203-PA[SR|9G8][KOG0107] (258 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ==== [HRR] ==-~- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 10

Drosophila melanogaster @ CG10851-PB[SR|SRp55][KOG0106] (329 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===- [HRR] ==-- [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Drosophila melanogaster @ CG10851-PE[SR|SRp55][KOG0105] (346 AA)
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[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Drosophila melanogaster @ CG10851-PC[SR|SRp55][KOG0105] (350 AA)
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[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] = ===~
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==-= [KRS] [QQQ]
Drosophila melanogaster@CG16788-PA (374 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]



DS3d

word density (n per window)

word density (n per window)

Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 11

Drosophila melanogaster@CG17136-PB[KOGO0107] (106 AA)

Drosophila melanogaster@CG17136-PD[KOG0107] (144 AA)

L} L} RRM 1 L} T T
............................................................................................ | P ———
1
1
1
. ’f\l ,,,,,,,,,,,,, i
,:
e oo ,1 ;/J\‘ ——————————— -
1o
ISR N N J
7
1
. P — e
Sl
[ USRI SNURSRRR S O A
1 1
“ 1 / 1
1 \ 1 1 J’.I’ 1 l’ 1
0 20 40 60 80 100
e | .
24 window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] = - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - =----
[DKR] [ERR] [GGR] ===- [HRR] ==-- [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
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[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS]
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Drosophila melanogaster@CG17136-PC[KOG0107] (135 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ===-~- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Drosophila melanogaster@CG1987-PA[KOGO0107] (158 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ==== [HRR] ==-~- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Drosophila melanogaster@CG41105-PC (1115 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==—-= [KRS] [QQQ]
Drosophila melanogaster@ CG6987-PA[KOGO0105] (255 AA)
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[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
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Drosophila melanogaster @ CG5442-PB[SR|SC35][KOG4207] (195 AA)
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[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Homo sapiens @ ENSP00000244020[SR|SRp55][KOG0105] (344 AA)
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[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]




DS3d
Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 13
Homo sapiens @ ENSP00000293233[SR|SC35][KOG4368] (221 AA)

Homo sapiens @ ENSP00000258962[SR|ASF/SF2][KOG0105] (248 AA)
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[DKR] [ERR] [GGR] ==-- [HRR] ==-- [PRS] [SST] - ---~- [DKR] [ERR] [GGR] ==-- [HRR] ==-- [PRS] [SST] - ----
[DRR] [ERY] [GGS] ==== [KRS] [QQQ] [DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Homo sapiens @ ENSP00000325905[SR|9G8] (238 AA) Homo sapiens @ ENSP00000340764[SRrp|SRp38][KOG0111] (183 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - - [DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==-=- [PRS] [SST] - ===~ [DKR] [ERR] [GGR] ===- [HRR] ==-=- [PRS] [SST] - ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ] [DRR] [ERY] [GGS] ==-- [KRS] [QQQ]



DS3d

Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 14

Homo sapiens @ ENSP00000342294[SR|SRp40][KOGO0106] (267 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] = ===~

[DKR] [ERR] [GGR] ===- [HRR] ==-- [PRS] [SST] == ---

[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Homo sapiens @ ENSP00000345293[SRrp|SRp38] (261 AA)
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[GGR] =-=-~- [HRR] -—-- [PRS] [SST] -----
[GGS] ---~- [KRS] [QQQ]
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word density (n per window)

Homo sapiens @ ENSP00000342913[SRrp|SRp38][KOG0111] (182 AA)
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[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Homo sapiens @ ENSP00000353089[SR|SC35][KOG4368] (201 AA)
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 15

Homo sapiens @ ENSP00000362900[SR|SRp75][KOGO0105] (494 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Homo sapiens @ ENSP00000363576[SRrp|SRp38][KOG0111] (173 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] = ----
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)
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Homo sapiens @ ENSP00000363573[SRrp|SRp38][KOG0415] (262 AA)
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[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Homo sapiens @ ENSP00000363577[SRrp|SRp38][KOG0111] (172 AA)
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[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 16

Homo sapiens @ ENSP00000377892[SR|SRp40][KOGO0105] (272 AA) Homo sapiens @ ENSP00000380275[RNPS1|RNPS1][KOG4209] (305 AA)
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Micromonas pusilla_RCC299@jgi_MicpuN3_63440_EuGene_1300010090 (414 AA) Micromonas pusilla_RCC299@jgi_MicpuN3_91839_estExt_Genewise2_C_Chr_100407[KOG4207] (248 AA)
14 L) T T T T T T 14 L) L) T T
RRM 1 RRM 1 ,
1 \\
2 e . 12 f e R SLETEEEEEEERPEEEEFRERPREEPRE .
B B !
3 ) ) I
k= L o N 7 k=
2 o " \‘ 2
R s I St I
£ S A £
> \ ' A 1 >
B O 2 FAr e iy I
S I \ Y . o S
Y ]
° ! 1 ™ ' 1Yo °
T A Voo F b v T 1 °
<] ! N ' gl <]
2 L N . ! AN 2
2k b WA B s U Ly TENN P [R
-\ 1, ! A \,\\ A || ‘}:{7'. \‘\‘ "”I > l\'k
abra L . TG \ -
0 \" [ ‘\A 1 /T ‘L ./' ‘\/LII*‘M' Lo \ ‘\1( Lo W '” N '}v.\ 1
0 50 100 150 200 250 300 350 400 150
24 window center (AA) 24 window center (AA)
[APS] [DRS] [GGG] [GGY] ==—-= [KSS] [RRS] [APS] [DRS] [GGG] [GGY] ==—== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ==—-- [PPP] [RSS] - - - - - [DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - ---- [DGR] [EPQ] [GGP] [GSS] ===-= [PPS] [SSS] - ----
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 17

Mus musculus @ ENSMUSP00000017065[SR|SRp55][KOG0105] (339 AA)
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[DKR] [ERR] [GGR] ===~ [HRR] ---- [PRS] [SST] - - - - -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Mus musculus @ ENSMUSP00000030437[SRrp|SRp38][KOG0415] (278 AA)
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[DKR] [ERR] [GGR] =-=-~- [HRR] -—-- [PRS] [SST] ---- -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Mus musculus @ ENSMUSP00000021562[SR|SRp40][KOG0106] (268 AA)
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[DKR] [ERR] [GGR] ===~ [HRR] ---- [PRS] [SST] - - - - -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Mus musculus @ ENSMUSP00000030438[SRrp|SRp38][KOGO0111] (183 AA)
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[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 18

Mus musculus @ ENSMUSP00000061474[SR|SRp75][KOG0105] (491 AA)
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[DKR] [ERR] [GGR] ===~ [HRR] ---- [PRS] [SST] - - - - -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Mus musculus @ ENSMUSP00000070983[SR|9G8][KOG0107] (238 AA)
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[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] = ----
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Mus musculus @ ENSMUSP00000066393[SR|9G8][KOG0107] (266 AA)
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[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Mus musculus @ ENSMUSP00000072182[SR|SC35][KOG4207] (254 AA)
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[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 19

Mus musculus @ ENSMUSP00000078792[SR|ASF/SF2][KOG0105] (248 AA)
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[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===-~- [HRR] -—-~- [PRS] [SST] - ----
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Mus musculus @ ENSMUSP00000095455[SRrp|SRp38] (261 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] =-=-~- [HRR] -—-- [PRS] [SST] ---- -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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word density (n per window)

Mus musculus @ ENSMUSP00000090059[SR|SC35][KOG4368] (221 AA)
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[DGR] [EPQ] [GGP] [GSS] =--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Mus musculus @ ENSMUSP00000099603[SRrp|SRp38][KOGO0111] (182 AA)
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[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] =—=-~- [HRR] -—-~- [PRS] [SST] ---- -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 20
Mus musculus @ ENSMUSP00000103553[SR|ASF/SF2][KOG0105] (201 AA)

Mus musculus @ ENSMUSP00000101479[SRrp|SRp38][KOG0415] (262 AA)
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[DDR] —— [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - ---
[DGR] —— [EPQ] [GGP] [GSS] =-=-~- [PPS] [SSS] - - - - -
[DKR] —— [ERR] [GGR] ===-~- [HRR] -—-~- [PRS] [SST] - --- -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Mus musculus @ ENSMUSP00000105983[SR|SRp40][KOG0106] (270 AA)
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[DGR] —— [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] —— [ERR] [GGR] =-=-~- [HRR] -—-- [PRS] [SST] ---- -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

8 T T T
RRM 1 RRM 2
A R e I e -
S
T
£
T 1
Q
Q.
g b E
=
2 . Mo i
[ \
© \
kel \
5 -_,/\‘, N B -
2 ‘| \
A N | TR s 7 - AR -
1 \
A
el L y 1 1
100 150 200
— window center (AA)
[APS] —— [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] —— [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
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[DKR] —— [ERR] [GGR] ===-~- [HRR] -—-~- [PRS] [SST] -----
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Mus musculus @ ENSMUSP00000105985[SR|SRp40][KOG0106] (269 AA)
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Mus musculus @ ENSMUSP00000108040[SR|9G8][KOG0107] (226 AA)
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Mus musculus @ ENSMUSP00000111028[RNPS1|RNPS1][KOG4209] (282 AA)
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Mus musculus @ENSMUSP00000111025[RNPS1|RNPS1][KOG4209] (305 AA)
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Oryza sativa_japonica_cultivar-group@NP_001042066[SR|RSZ37a][KOG0109] (324 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001045458 (432 AA)
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Oryza sativa_japonica_cultivar-group@NP_001048352[SR|RSZp21b] (185 AA)
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Oryza sativa_japonica_cultivar-group@NP_001047400[SR|RSZp23][KOG0107] (200 AA)

7 T
RRM 1 ZNK 1
[T e i i R
5 """""'"""'""""""'"""'"""""""""""""':"‘ """""""""""""""""" -1
T S B .
- [ Fe /k" ,,,,,, I- ,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, -
[ '
] P | Y
p’ : ‘I ,,,,,, R N -
! : ll \ ! ‘ll |’ ‘l : ‘|
1 . N Iy, ' 1 v
1 I ' v
'|","n—"'\\ ‘f"'l"' TN L i -
[N \ . \‘ /
|l’ .' ‘\ ‘I .' 1 \
100 150 200
— window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===~ [PPP] [RSS] - ----
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

150 200 250 300
window center (AA)

[APS] [DRS] [GGG] [GGY] ===~ [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ==-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ---~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===~ [HRR] —-=-~- [PRS] [SST] -----
[DRR] [ERY] [GGS] -=—-~- [KRS] [QQQ]



DS3d

word density (n per window)

word density (n per window)

Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 23

Oryza sativa_japonica_cultivar-group@NP_001050082[SR|SRp32][KOG0105] (264 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001050213[KOG4207] (814 AA)
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Oryza sativa_japonica_cultivar-group@NP_001050168 (243 AA)
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Oryza sativa_japonica_cultivar-group@NP_001050263[SR|SC35c][KOG4207] (205 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001054414[KOG0117] (398 AA)
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Oryza sativa_japonica_cultivar-group @ NP_001054489[SR|RSZ36][KOG0109] (323 AA)
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Oryza sativa_japonica_cultivar-group@NP_001057018[SR|RSZp21a] (185 AA)
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Oryza sativa_japonica_cultivar-group@NP_001060322[SR|SC35b][KOG4207] (275 AA)
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Oryza sativa_japonica_cultivar-group@NP_001062094[SR|SC35a][KOG0415] (289 AA)
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Oryza sativa_japonica_cultivar-group@NP_001060608[SR|SRp33a][KOGO0105] (296 AA)
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Physcomitrella patens @jgi_Phypal_1_113630[KOGO0105] (279 AA)
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Physcomitrella patens @jgi_Phypa1_1_140978[KOGO0105] (240 AA) Physcomitrella patens @jgi_Phypa1_1_151194[KOG0107] (224 AA)
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Physcomitrella patens @jgi_Phypal_1_166555 (400 AA) Physcomitrella patens @jgi_Phypal_1_172957[KOG0415] (319 AA)
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Physcomitrella patens @jgi_Phypal_1_205547[KOGO0105] (262 AA) Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_227475_gw1_X_2172_1[KOGO0127] (232 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_409414_gw1_ll_749_1[KOGO0105] (252 AA)
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Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_547618_eugene3_00010059 (278 AA)
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= window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_421685_gw1_XII_145_1[SR|SRp34a][KOG0105] (286 AA)
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= window center (AA)

[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]

[DDR] [DRY] [GGM] [GRS] ==—=~- [PPP] [RSS] - - - - -

[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -

[DKR] [ERR] [GGR] ===~ [HRR] ---- [PRS] [SST] - - - - -

[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_583120_eugene3_01470005[SR|RSZ22a] (187 AA)
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window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] -=-=—-- [HRR] ---- [PRS] [SST] - - - - -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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word density (n per window)

word density (n per window)

Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_664446_grail3_0061020502[SR|SRp33a][KOG0105] (168 AA)
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1
RRM 2

1
RRM 1

: 24 : window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Selaginella moellendorfii@jgi_Selmo1_119951_e_gw1_61_278 1[KOG0105] (298 AA)
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= window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] = ----
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

7

Populus trichocarpa_Nisqually-1@jgi_Poptr1_1_823076_estExt_fgenesh4_pg_C_LG_XI1221 (418 AA)
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= wmdow center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] == -~ -
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

Selaginella moellendorfii@jgi_Selmo1_172361_estExt_Genewise1Plus_C_170808[KOG0107] (229 AA)
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[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ==== [HRR] ===~ [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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word density (n per window)

word density (n per window)
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Selaginella moellendorfii@jgi_Selmo1_36388_gw1_41_236_1[KOG0105] (236 AA)
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[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===- [HRR] ==-~- [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==—-= [KRS] [QQQ]
Selaginella moellendorfii@jgi_Selmo1_97566_e_gw1_19_485_1[KOGO0105] (288 AA)
RRM 1I ' F;HM 2 ' '
I s Nl "
Ih o\ o \ '
[~y "\'—""'\"l"'\'| """""""""""""" [ SR ) T U S b
N 1 Vi \ K ,l_ \ ',I
' (—*KT"*“ ¥ 2 OO & A T e A Y
: 1 J.’I’ ! K ) ‘\ 1 L Il L \»' i II A
0 50 100 150 200 250
= window center (AA)
[APS] [DRS] [GGG] [GGY] ==—-= [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]

word density (n per window)

word density (n per window)

Selaginella moellendorfii@jgi_Selmo1_68846_gw1_3_1555_1[KOG0107] (181 AA)
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: 24 : window center (AA)
[APS] [DRS] [GGG] [GGY] ===~ [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===— [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ===~ [PPS] [SSS] - ----
[DKR] [ERR] [GGR] ===~ [HRR] =—-~- [PRS] [SST] - - - -~
[DRR] [ERY] [GGS] ==-= [KRS] [QQQ]
Sorghum bicolor_BTx623@ijgi_Sorbi1_5049442_Sb01g035680[SR|SRp32][KOG0105] (286 AA)
RRM 1 ' RRI\III 2 ' '

150
window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] =—=-~- [HRR] -—-~- [PRS] [SST] ---- -
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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word density (n per window)

word density (n per window)

Word density along individual sequences <proteomes_combo_fullsegs_evalues> - page 31

Sorghum bicolor_BTx623@jgi_Sorbi1_5052652_Sb03g005500[KOG0109] (296 AA)

1
ZNK 1 ZNK 2

window center (AA)

[DRS] [GGG] [GGY] ———-— [KSS] [RRS]

[DRY] [GGM] [GRS] ===~ [PPP] [RSS] - - - - -
[EPQ] [GGP] [GSS] ---- [PPS] [SSS] - - - - -
[ERR] [GGR] ===~ [HRR] =--- [PRS] [SST] - -- -~
[ERY] [GGS] ---~- [KRS] [QQQ]

Sorghum bicolor_BTx623@jgi_Sorbi1_5054582_Sb04g001910[KOG0106] (295 AA)

0 50 100 150

= window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ===~ [PRS] [SST] = ----
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Sorghum bicolor_BTx623@jgi_Sorbi1_5054420_Sb03g046480 (428 AA)
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window center (AA)

[DRS] [GGG] [GGY] ———-— [KSS] [RRS]

[DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - - - -
[EPQ] [GGP] [GSS] ---- [PPS] [SSS] - - - - -
[ERR] [GGR] ===~ [HRR] =--~- [PRS] [SST] - ----
[ERY] [GGS] ---~- [KRS] [QQQ]

Sorghum bicolor_BTx623@ijgi_Sorbi1_5056021_Sb04g035540[SR|RSZp21b] (163 AA)
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window center (AA)

[APS] [DRS] [GGG] [GGY] ===~ [KSS] [RRS]

[DDR] [DRY] [GGM] [GRS] ==-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ---~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===~ [HRR] —-=-~- [PRS] [SST] -----
[DRR] [ERY] [GGS] -=—-~- [KRS] [QQQ]
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word density (n per window)

word density (n per window)
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Sorghum bicolor_BTx623@jgi_Sorbi1_5059167_Sb07g029000[KOG0147] (589 AA)

window center (AA)

[APS] —— [DRS] [GGG] [GGY] ———-— [KSS] [RRS]

[DDR] —— [DRY] [GGM] [GRS] ===~ [PPP] [RSS] - - - - -
[DGR] —— [EPQ] [GGP] [GSS] ---- [PPS] [SSS] - - - - -
[DKR] —— [ERR] [GGR] ===~ [HRR] =--- [PRS] [SST] - -- -~
[DRR] —— [ERY] [GGS] ---~- [KRS] [QQQ]

Sorghum bicolor_BTx623@ijgi_Sorbi1_5061430_Sb10g005960[SR|RSZp21a] (186 AA)

80 120 140
window center (AA)

[APS] [DRS] [GGG] [GGY] ===~ [KSS] [RRS]

[DDR] [DRY] [GGM] [GRS] ==-- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ---~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===~ [HRR] —-=-~- [PRS] [SST] -----
[DRR] [ERY] [GGS] —=—-~- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Sorghum bicolor_BTx623 @jgi_Sorbi1_5059999_Sb09g001910[SR|RSZ36][KOG0109] (341 AA)
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0
= window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ==—=~- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ===-~- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Volvox carteri@jgi_Volcal_120666 (262 AA)
RIRM 1 ' ' I I

0 50 100 150 200 250
24 window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - - -
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ==== [HRR] ===~ [PRS] [SST] == ---
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]
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word density (n per window)

word density (n per window)
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Volvox carteri@jgi_Volcal_121229[KOG0415] (294 AA)
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= window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===-- [PPP] [RSS] - - ---
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - - -~
[DKR] [ERR] [GGR] ===- [HRR] ==-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Volvox carteri@jgi_Volcal_45192[KOG0105] (245 AA)
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= window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===- [PPP] [RSS] - - - -~
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ===- [HRR] ==—-- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==-- [KRS] [QQQ]

word density (n per window)

word density (n per window)

Volvox carteri@jgi_Volcal_121301[KOG0107] (287 AA)
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window center (AA)
[APS] [DRS] [GGG] [GGY] ==== [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===~ [PPP] [RSS] - ----
[DGR] [EPQ] [GGP] [GSS] ==== [PPS] [SSS] - - -~ -
[DKR] [ERR] [GGR] ===- [HRR] ===-~- [PRS] [SST] = ===~
[DRR] [ERY] [GGS] ==== [KRS] [QQQ]
Volvox carteri@jgi_Volcal_72532[KOG0105] (288 AA)
F!F!l\/lI 1 ' RRMI2 ' '
- A\ 7777777777777 f T—.‘\‘\\ 777777777777777777777777777
\\ 1 .Ll 1’ \l‘. 1
0 50 100 150
= window center (AA)
[APS] [DRS] [GGG] [GGY] ===- [KSS] [RRS]
[DDR] [DRY] [GGM] [GRS] ===~ [PPP] [RSS] - - - -~
[DGR] [EPQ] [GGP] [GSS] —--~- [PPS] [SSS] - - - - -
[DKR] [ERR] [GGR] ---~- [HRR] —--- [PRS] [SST] ---- -
[DRR] [ERY] [GGS] ---~ [KRS] [QQQ]
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Volvox carteri@jgi_Volcal_73973[KOG4207] (274 AA)

window center (AA)

[DRS] [GGG] [GGY] ==== [KSS] [RRS]

[DRY] [GGM] [GRS] ===~= [PPP] [RSS] == ~-~--

[EPQ] [GGP] [GSS] ——-- [PPS] [SSS] - - - - -

[ERR] [GGR] -—-- [HRR] ---— [PRS] [SST] - ----
]

[ERY] [GGS] ===~- [KRS] [QQQ
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